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Information Section and up to the first 5 pages. 



1 SEQUENCE LISTING 

2 

3 (1) General Information /l/ *v> 

4 * / £ 

5 (i) APPLICANT: BLOOM, FREDERIC . " 

6 KUO, JONATHAN f f% 
1 LIN, JHY-JHU 

8 MA, JIN 

9 

10 (ii) TITLE OF THE INVENTION: METHOD FOR INCREASING VIABILITY 

11 AND TRANSFORMATION EFFICIENCY OF BACTERIA DURING 

12 STORAGE AT LOW TEMPERATURES 

13 

14 (iii) NUMBER OF SEQUENCES : 17 
15 

16 (iv) CORRESPONDENCE ADDRESS: 

17 (A) ADDRESSEE: Howrey & Simon 

18 (B) STREET: 1299 Pennsylvania Avenue, N.W. 

19 (C) CITY: Washington 
2 0 (D) STATE: DC 

21 (E) COUNTRY: USA 

22 (F) ZIP : 20004-2402 
23 

24 (V) COMPUTER READABLE FORM: 

25 (A) MEDIUM TYPE: Diskette 

2 6 (B) COMPUTER: IBM Compatible 

2 7 (C) OPERATING SYSTEM: DOS 

28 (D) SOFTWARE: FastSEQ for Windows Version 2.0 
29 

3 0 (vi) CURRENT APPLICATION DATA: 

31 (A) APPLICATION NUMBER: 09/227,742 

3 2 (B) FILING DATE: 

33 (C) CLASSIFICATION: 

34 

3 5 (vii) PRIOR APPLICATION DATA: 

36 (A) APPLICATION NUMBER: 08/826,426 

37 (B) FILING DATE: 27-MAR-1997 

38 

39 (A) APPLICATION NUMBER: U.S. Ser. No. 60/025,838 

40 (B) FILING DATE: 05-SEP-1996 
41 

42 

43 (viii) ATTORNEY/AGENT INFORMATION: 

44 (A) NAME: Auerbach, Jeffrey 

45 (B) REGISTRATION NUMBER: 32,680 

46 (C) REFERENCE /DOCKET NUMBER: 04227-0031 
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80 
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(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 202 383-7451 

(B) TELEFAX: 202 383-6610 

(C) TELEX: 



(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 
CGACTCACTA TAGGGAACTG ATCCT 

(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 
GATTTAGGTG ACACTATAGA GATCC 

(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
<D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 
CCACATATCC GGGTTTTTCG CTG 

(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



25 



25 



23 
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101 
102 
103 



105 
106 
107 
108 
109 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO : 4 : 



104 GAGGTTGGCA GGTTGTATGG AGT 



(2) INFORMATION FOR SEQ ID NO: 5 



23 



(i) SEQUENCE CHARACTERISTICS * 
(A) LENGTH: 23 base pairs 
"J < B ) TYPE: nucleic acid 

11 ( c ) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



112 
113 
114 
115 
116 

117 TATGGAGCAG GCAATCGCTG ATG 

118 23 
119 
120 
121 
122 
123 
124 
125 
126 
127 
128 
129 

130 CGTGAAGTGT TCGGCGATAA GAG 

131 23 
132 
133 
134 
135 
136 
137 
138 
139 
140 
141 
142 

143 AATGCGGCCT CCGGCACTAA CAC 

144 23 
145 

146 

147 

148 

149 

150 

151 

152 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 ; 
^G GCAATCGCTG ATG 
(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS* 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 
3T TCGGCGATAA GAG 
(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS- 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 ; 
:T CCGGCACTAA CAC 
(2) INFORMATION FOR SEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS • 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 
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IU , . INp UTSET:S31428. r aw 

(XX) SEQUENCE DESCRIPTION: SEQ ID N0:8: 

15 6 GGTTACGGTG CGTTGGCAGG ATT 

III (2) FORMATION FOR SEQ ID NO: 9: ^ 



161 U SEQUENCE CHARACTERISTICS : 

162 (A) LENGT H: 23 base pairs 
}" ?) TyPE: nucleic acid 
164 n STRAN DEDNESS: single 
!65 < D > TOPOLOGY: linear 



166 
167 



\H (xi) SEQUENCE DESCRIP TI0 N: SEQ ID NO: 9: 
169 TATCAACGCC ATGCATCGCC ATC 

III (2) INFORMATION FOR SEQ ID NO: 10: " 

173 (i) SEQUENCE CHARACTERISTICS: 

175 A) LENQ TH: 23 base pairs 

176 !> TYPE: ™cleic acid 

177 (C > STRANDEDNESS : single 
l7 l (D > TOPOLOGY: linear 9 
179 

HI (Xi, SEQUENCE DESCRIPTION: SEQ ID NO: 10: 
182 ACTCCATACA ACCTGCCAAC CTC 

lit (2) INFORMATION FOR SEQ ID NO: 11: " 

187 (i ! a f E ?" ENCE CHARACTERISTICS: 

188 (A) LEN GTH: 17 base pairs 
HI J 8 ' ™, nucleic acid 

190 °J STRANDEDNESS : single 

191 < D > TOPOLOGY : linear 



192 
193 



194 3 (Xi) SEQUENCE DESCRIPTION : SEQ ID NO: 11: 

195 CTGGCGGCGG CGAAGAG 

j. y 6 

III i2) INFORMATION FOR SEQ ID NO: 12: 

200 (i) SEQUENCE CHARACTERISTICS: 

201 A ™™' 21 base pairs 

202 ( ] PE: nu cleic acid 
20 3 (C) STRANDEDNESS : single 
204 < D > TOPOLOGY: li near ^ 



205 
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207 

20 8 AAATGGCTGA TCGGACTTGT T 
209 

210 
211 
212 
213 



(2) INFORMATION FOR SEQ ID NO: 13; 



(i) SEQUENCE CHARACTERISTICS' 
( A ) LENGTH: 19 base pairs 
l\t < B > TYPE: nucleic acid 

< C ) STRANDEDNESS: single 
" 6 < D > TOPOLOGY: linear 



217 
218 
219 
220 

221 TCCGGGGTGT CGTTGTATT 
222 
223 
224 
225 
226 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 



(2) INFORMATION FOR SEQ ID NO: 14: 



(i) SEQUENCE CHARACTERISTICS- 
0 „ < A ) LENGTH: 2658 base pairs 

III < B > TYPE : nucleic acid 

ZZZ < c > STRANDEDNESS: single 

tf* < D > TOPOLOGY: linear 



230 
231 
232 
233 
234 
235 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

~cic c =; sszsiss — 



21 



19 



^5 GCAATACCAC CGCCGATAAT CGCCGCTTpp Z^Z'T ^auwacaa CAACGCGCTG 6 0 

236 GGCGCGGAGC AGGGGAGCGG TCcllr Jn^ TGCCCGTGCG GTTAAACCAC 120 

23 7 CGCCCAAAGC CCTTACGTTT TTGCA^Sr ^ ACCC CGCAAAG CAT TTCCCGTTTG 180 

238 AAACCGGCAG ACGTAAATgT drcinnnZn AATCCGGCQ T CCTGCAAACC GCGGCGGACA 240 

239 TTAAACAGAT JSS££I cScCGGr S— 000 * 0 GCGCCAACG * TGCCATGGCG 3 00 

240 CAGGCATCTA CTTtSSEJ SgCGA^G GCGCAAAGCC G TCCAGAAAC 360 

241 CCAAACCATA AATCCAGCGT CACrrronnv ™ GTTGGC TGG TCAGTTC GTTAATATCG 420 

242 AAGGGCATTG GCCAC^GC cJgAAgS SgSacg rlrr^ GCAACGGGGG 480 

24 3 TGATGCGCTA AGGCTAAATP nnn*nn~™l TCTGCCCACG GAGCCAGTTC CGGCCAGTGT 540 

244 AAGCGTTGTA ISSEJE cSSS ESSES ^"^TOT 600 

245 GTCAGGAAGT TTAATCCGCT TCGCGAAACT GATCAAATGC CTGCCATAGC 660 

246 TGCTCAGGAA L^ACC^C SSJJSSS cScccS £1^° AG ° ATGTGGA "2 
24 7 AGCCCGTTAT CGTTGGAAAA ATAGACATCG Trl^ntn AAACATAACG CGTCTCTTCC 780 
248 GCATTAAATT CGAGGTTGGC AGotJSJISS GAC^rlnZ GGGAAACAGG TGTACCCTCA 840 

24 9 ACAGGCGGTG GCTCGATCTT Arr^^t™ GAGTAGTGTT TCACGTAAGT TACTCGTCTT 900 

250 GCTGATCGGA cSSSc OTA^EJS J™ GCT ° C GCAAATT TCT CTATTAAATG 9 60 

251 GTGCGACTTA CAGAGgSS aAATalZcl toSEEJ GCATTCGAAA CTTACTCTAT 1020 

252 CAGCATCGGT AATAACCAGC AGgIagJcS GGCATCTrlr AC J GGCCTGG GCATTGTTTC 1080 

25 3 CACTTTCTCT CAGGAGCTGA AGGATTCCGG CATrrrlJnn GG GGA< -- GTTCAGGGAT 1140 
2 54 ACTGGATACC ACTGGCCTCA TTGACCCPA a. *™ ° CACGTCTG ^ GCAACGTAAA 12 00 

255 TTATGCATTC CTTTcSgg Sggca^ ™ TGAGCG ACGCA ^ G AT 1260 

256 CCAGAATAAC CCGCGCGTTG GCCTGATTCC A^TTrrrrn GGCCTCTCTC CGGAAGCTTA 1320 

257 GGTGTTCGGC GCTGACGCAA TGCGcSgCCC GGCGGCTCCC CGCGTTTCCA 1380 

253 GGTCACCAAA GCGATGGCAT SSS™ 



4 
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Line 



Error 



Original Text 



